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ABSTRACT
The estimates of genotypic coefficient of variability, heritability and genetic advance were high for seed yield per plant,

100-seed weight, number of seeds per pod, number of pods per plant and number of nodes on main stem. The estimates of
correlation revealed that seed yield had positive and significant correlation with number of pods per plant, 100-seed weight, days to
first picking maturity, primary branches per plant and number of pods per cluster. Path coefficient analysis indicated that number
of pods per plant, number of seeds per pod, number of clusters per plant had maximum direct contribution on seed yield.
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number of seeds per pod, 100-seed weight (g), protein

content in seeds and seed yield per plant (g). The mean

values were used for estimation of genotypic and

phenotypic coefficients of variation, heritability in broad

sense and genetic advance as percentage of mean according

to Johnson et al., (1955). Correlation and path analysis

according to Dewey and Lu ,(1959).

The analysis of variance revealed highly

significant differences among all the genotypes for all

characters. Johnson et al., (1955) has suggested that GCV

together with heritability would give best picture of amount

of advance to be expected from selection. Seed yield per

plant, 100 seed weight, number of seeds per pod, number of

pods per plant, 100-seed weight, number of seeds per pod,

number of pods per plant and number of nodes on main stem

exhibited high estimates of GCV, PCV heritability, genetic

advance and genetic advance as percentage of mean

(Table,1). These traits can be used for selection as they

respond well because of their high genetic variability.

Parameswarappa, (2005) indicating that mungbean seed

yield expressed high genetic advance coupled with high

heritability and genotypic coefficient of variation. High

heritability with low GCV, PCV and genetic advance were

observed for days to 50% flowering and days to first picking

maturity (Table,1). High heritability with moderate genetic

advance, GCV, PCV for number of nodes on main stems,

clusters per plant, plant height and number of pods per

cluster indicate their limit scope in the improvement

RESULTSAND DISCUSSION

Mungbean ( (L)Wilczek) is an

important pulse crop of India grown in an area of 2.53 m.

ha with 0.86 m.t. production and productivity 340 kg/ha

(Anonymous, 2003). Yield is a complex character

associated with various contributing characters which are

interrelated among themselves. For developing suitable

selection strategy the knowledge of genetic variability

present in the available germplasm for yield and its

associated characters is important. To accumulate optimum

contribution of yield contributing characters, it is essential

to know the association of various characters along with

path coefficients. The present study was undertaken to

examine the nature and magnitude of genetic variability and

association among characters in mungbean.

The experimental material comprising of 64

genotypes (8 Parents viz. Pusa baisakhi, Pant mung-2, Pant

M-3, Pusa bold (visal), Pusa-105, ML-613, Narendra mung-

1 and P.S.-16 and their diallel F1 cross and F2) were grown

in a randomized block design with three replications at Crop

Research Farm, Post Graduate College, Ghazipur, U.P.

India, during Kharif 2011-2012. Each plot consisted of two

rows of three meter length with plant to plant and row to row

10 cm and 30 cm respectively. Data were recorded on five

randomly selected plants in each row for the characters viz.

days to 50% flowering, days to first picking maturity, plant

height (cm), primary branches per plant, number of nodes

on main stem, number of clusters per plant, number of pods

per cluster, pod length (cm), number of pods per plant,

Vigna radiata

MATERIALSAND METHODS



Character
Grand
Mean

Range

Coefficient of

variation
Heritability

Genetic
advance

Genetic

advance
at % of
Mean

GCV PCV

Days to 50%

Flowering
37.19 34.33 - 42.67 4.36 4.76 0.839 3.06 8.22

Day to first picking

maturity
69.61 62.89 - 73.11 2.83 3.16 0.803 3.64 5.22

Plant  height 40.92 39.44 - 44.78 2.42 2.95 0.675 1.68 4.10

Primary  branches/

plant
3.13 2.22 - 3.89 11.74 16.33 0.517 0.54 17.25

No. of  Nodes on  main
stem

6.82 5.44 - 8.22 8.46 10.69 0.626 0.94 13.78

No. of Clusters/ plant 14.81 11.89 - 17.33 7.14 8.61 0.689 1.81 12.22

No. of Pods/ Cluster 4.11 2.89 - 5.34 12.36 16.70 0.548 0.77 18.73

Pod length 7.11 6.33 -7.90 4.53 7.69 0.347 0.39 5.48

No. of Pods/ plant 57.25 42.00 - 63.88 9.45 9.62 0.966 10.96 19.14

No. of Seeds/ pod 6.52 5.21- 8.33 10.33 13.30 0.604 1.08 17.28

100 seed  weight 3.18 2.00-4.13 11.31 14.18 0.637 0.59 18.55

Protein content  in
seed

21.21 20.16 - 22.67 2.75 3.64 0.571 0.91 4.29

Seed  yield/ plant 12.97 06.93 -16.40 18.10 18.78 0.929 4.66 35.92

Table 1: Estimation of grand mean, range, coefficient of variation. Heritability, Genetic advance and
genetic advance as percentage of mean for different characters of mungbean

Path coefficient analysis revealed that the trait,

number of pods per plant had high positive direct effect on

seed yield followed by number of seeds per pod and days to

50% flowering (Table-3). These traits also recorded strong

positive correlation with seed yield per plant which are in

accordance with the result of Rao et al., (2006). The residual

effect is low (0.214) indicating appropriateness of

characters chosen. Number of clusters per plant, pod

length, days to first picking maturity and protein content

had negative direct effects.

Days to First picking maturity, plant height,

primary branches per plant, number of pods per cluster, 100

seed weight, protein content in seed recorded high positive

indirect effect on seed yield via number of pods per plants.

These findings are in agreement with Rao et al. (2006),

Verma and Garg (2007), Prakash (2006). Hence number of

pods per plant, days to first picking maturity, primary

branches per plant, number of pods per cluster and 100-seed

weight are the most important yield contributing

through selection due to presence of moderate variability.

Table,2 represents the genotypic and phenotypic

correlations between all pairs of characters. It was observed

that genotypic correlations were greater than phenotypic

correlations in all most the cases indicating that the

environmental influences were not marked enough to alter

the degree of association all the characters. Seed yield per

plant possessed highly significant positive correlation with

number of pods per plant, 100 seed weight, days to first

picking maturity, primary branches per plant and number of

pods per cluster. Days to 50% flowering showed positive

significant correlation with days to first picking maturity.

Similarly protein content had negative and significant

correlation with number of clusters per plant; number of

pods per plant with days to 50% flowering, days to first

picking maturity and pod length; number of clusters per

plant with days to 50% flowering. Similar result have been

reported by Rahman et al,(2003) ;Ahmed et al.

,(1981);Prakash ,(2006); Verma and Garg (2007).
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